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Analyses on the affinities bet ween Tuoba Xianbei
and minoritiesfrom northern China

YU Chang-chun'?? XIE Li? ,ZHAN G Xiao-lé' ,ZHOU Hui'”? ,ZHU Hong'
(1. Ancient DNA Laboratory ,Research Center for Chinese Frontier Archaeology Jilin University ,Changchun 130012 ,China;
2. College of Life Sciences Jilin Universty ,Changchun 130012 ,China;
3. Shool of Life Sciences Jilin Norma Universty ,9ping 136000 ,China)

Abstract :In order to comprehend the genetic diverdty profile of Tuoba Xianbe aswell asitsimpact on the
origin of minoritiesfrom northern China,33 Tuoba Xianbei remainsoccupied Dong Han to Wel - Jin period
were analyzed. Together with the Data published of minorities,we anayzed the genetic afinities between
Tuoba Xianbei and four minorities (Orogen ,Ewenki ,Daur and Inner Mongolain) in genetic diversty ,hap-
logroup status, Fst genetic distances,phylogenetic anayss and multidimentiona scaling (MDS) anadyss.
The resultsindicated that the Tuoba Xianbel presented the closer dmilarities to North Adan population in
diversty ,and the closer afinities to Orogen ,next to Inner Mongolian and Ewenki ,and finaly to Daur.
Keywor ds : Tuoba Xianbei ; mitochondrial DNA ;genetic diversty ; haplogroup ;phylogenetic anayss



